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CLAIMS 



A DNA 



factor and an 



sequence comprising as operably joined components 



in the direction of transcription, a cotton fiber transcriptional 
f 



open reading frame encoding a protein of interest, 



wherein said transcriptional factor is selected from the 4-4 and 



the rac promoter sequences. 

2 . The DNA Seljtrenee^LCCording to Claim 1, further comprising 
a transport signal encoding sequeric&^fjjpm a plant nuclear-encoded 
gene . 

3. The DNA sequence according to Claim 2, wherein said 
transport signal encoding sequence comprises a plastid transit 
peptid. 

le DNA sequence according to Claim 1, wherein said 
transport signal encoding sequence encodes a signal peptide which 
provides fcr transport across the rough endoplasmic reticulum. 
^ X> ^> L \y Sv ^The DNA sequence according to Claim 4, wherein said 
sequence further comprTses7^^---to_said open reading frame, a 
vacuolar localization signal. 

6. The DNA sequence of Claim 1 wherein said pigment is 
melanin or indigo. 

7 . The DNA sequence of Claim 6 wherein said open reading 
frame is from al bacterial gene. 

8 . The DMA sequence of Claim 7 wherein said bacterial gene 
7 / is selected from the group consisting of ORF438, tyrA, 

anthocyanin R gene, anthocyanin CI gene, pig, and tna. 
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9. A DIvA construct comprising a promoter for transcription 
in a plant cell operably joined to said DNA sequence of Claim 1. 

10. The DNA construct of Claim 9 wherein said plant cell it 
a cotton fiber cell. 

11. The DNA const&tnc*^ of Claim 10 wherein said promoter is 
a tomato 4-4 and rac pj/b^g/er 

TF¥3 A plant cell'-^eejt^xcising a DNA construct of Claim 9 




\y . A plant comprising a cell of 

^✓3r5f. A :nethod of modifying fiber phenotype in a cotton 
plant, said ipethod comprising: 

transforming a plant cell with DNA comprising a construct 
for expression of a protein in a pigment biosynthesis pathway, 



wherein said 



said plant ti 
an open 



construct comprises as operably joined components: 



a transcriptional initiation region functional in cells of 



ssue, 

reading frame encoding a protein of interest, and 
a transcriptional termination region functional in cells of 
said plant tissue, 

wherein said plant tissue comprises a substrate of- said 
protein; and 

growing said plant cell to produce a plant comprising said 
tissue, wherein said protein reacts with said substrate to 
produce said pigment, 



\$" ^l^T The 



ihethod of Claim V?T further comprising a transport 



signal encoding sequence from a plant nuclear-encoded gene. 
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/> )tf . The method of Claim wherein said transport signal 
encoding s/sq&ence encodes a signal peptide which provides for 
transpor^apross the rough endoplasmic reticulum. 

flAtfS . The method of Claim J& ./^herein said DNA comprises 
constructs for express ion^qf y£wo proteins in a pigment 
biosynthesis pathway, wb[&g^l>i each of said constructs comprises 
components i) through >£v)\i and wherein said two proteins are not 
encoded by the same/gene, 

Thelmethod of Claim %i wherein said DNA comprises 
constructs fox! expression of two proteins in a pigment 
biosynthesis pathway, wherein each of said constructs comprises 
components i) through iv) , and wherein said two proteins are not 
encoded by the! same gene. 

1^ J2tf* r The rAethod of Claim or >5T wherein said pigment is <P 
melanin and saip proteins are encoded by tyrA and ORF438. 

. '7 

%0 J&L. The method of Claim >8 wherein said pigment is indigo 

and said proteins are tna and pig. 

^ ... 

7-1 The metthod of Claim wherein said pigment is 

anythocyanin and! said constructs comprise the anthocyanin R and 
CI regulatory gemes . 

7^1^25- The meqhod of Claim *5 wherein plant tissue is a cotton 
burr . 

T??s2£. A recom|binant DNA construct comprising the cotton 
;|ional sequence shown in Figure 2 . 
>inant DNA construct comprising the cotton 
tissue transcriptional sequence shown in Figure 5. 
T&JSfl. An isolated DNA encoding sequence of Figure 1. 



tissue transcript 
lJ2r6. A reco: 
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)r-> sj%?S^Kn is. 
' / IMS 



1 
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The n 
is involved ini 



olated DNA encoding sequence of Figure 4 . 

ethod of Claim Jr^ wherein said protein of interest 
the synthesis^olf'a plant hormone. 




46 



